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Proposed Outline

Update on current research
Discuss planned research and personnel

Looking for input for long-term plans
What populations to address ??



Number of ewes exposed in 2016

Breed/Project 2016
Dorset 198
Romanov 249
Production System project 1,502
Katahdin (461)
Polypay (307)
Easycare (734)
OPP project 315

Total

2,264



Background for production system project

Reducing labor per ewe is one of the best opportunities to increase
profitability and attract new investments to the industry.

One approach I s to use Aeasy <car
In a low-input, pasture-lambing production system.

Romanov provided the genetic foundation for ewes.
Identified breeds that complement Romanov germplasm.
The strategy was to create well-balanced levels

of prolificacy and maternal ability in Romanov
crossbred ewes to realize acceptable lamb survival.
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24-week Litter Weight Of Crossbred Ewes In
High- And Low-input Production Systems,
Averaged Across Ages
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830 ewes

1962 litters

4,171 lambs from 2172 ewe exposures



211 sets of triplets were born to 2- and
3-year-old Romanov crossbred ewes.

3% of ewes raised O lambs.
10% of ewes raised 1 lamb.
40% of ewes raised 2 lambs.
47% of ewes raised 3 lambs.



Desirable Ewes for Pasture Lambing

eliminate shearing

avoid docking tails

have no horns to remove

are genetically resistant to scrapie and OPP
are genetically resistant to parasites

have long breeding seasons

raise twins and triplets on pasture unaided
balance mothering ability and prolificacy
transmit lamb behavior enhancing survival
have a long productive life



Develop an easy-care maternal line of prolific hair sheep that
can raise triplets on pasture without labor or supplemental feed.

1/4 Katahdin 1/4 White Dorper



Experimental Breed Comparison

Easy Care

Katahdin




Evaluation of ewe productivity through 4 parities

Year of evaluation

Birth year of

ewe 2014 2015 2016 2017 2018 2019
2013 (400) X X X X
2014 (400) X X X X

2015 (400) X X X X




Number of ewes per breed and mating system

Mating system

Breed of ewe Purebred Terminal

Year 014 015614 61606015
Katahdin 224 187 140 130 242 311
Polypay 279 212 145 142 276 358

Easycare 609 653 414 141 262 370




Productivity of Katahdin, Polypay, and Easycare ewe
lambs in production system experiment in 2014-2016

Lambs born Lambs Lambs
Maternal Ewes per ewe weaned, weaned per
line exposed exposed percent ewe exposed
Katahdin 683 1.10 80.1 0.97
Polypay 776 1.17 70.5 1.01

Easycare 773 1.57 83.5 141




New CRIS Project 2018-2022
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Planned Research

Easy Care Evaluation
Maternal and Lamb behavior characteristics
Improve genetically for industry use
Genome associations

Selection for Resistance/Resilience to H. contortus
Challenge lambs after weaning
Sample ewes during periparturient rise (natural)
Incorporate both host and parasite genetic components

Imoroved Genome assembly
In FAANG consortium to improve annotation information



USMARC Sheep Diversity Panel

Purpose: A |dentify the most common variants across U.S. breeds

A Confirm haplotype phase by segregation
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Input Needed !

Industry relevant questions to address

What tools and populations to address ?

Feel free to contact about questions or
suggestions : Brad.Freking@ars.usda.gov



